An insightful recollection for predicting protein subcellular locations in multi-label systems.
A systematic introduction has been presented for the recent advances in predicting protein subcellular localization in the multi-label systems, where the constituent proteins may simultaneously occur or move between two or more location sites and hence have exceptional biological functions worthy of our special notice. All the predictors included in this review each have a user-friendly web-server, by which the majority of experimental scientists can very easily acquire their desired data without the need to go through the complicated mathematics involved.